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Migration networks and community composition influence avian

influenza infection in waterfowl

Spread and transmission of avian influenza viruses (AlV) are affected by different
combinations of biotic and abiotic factors that operate at different spatial scales. The long-
distance spread is mainly influenced by waterfowl seasonal migration at the flyway scale,
whereas the local transmission is mainly driven by the interactions among wild and poultry
in local communities. Here | will illustrate these effects of both scales. At the flyway scale,
we examined the spatiotemporal correlations between waterfowl migration, and AlV
spread in a key host species, the white-fronted goose. Using modelling approaches, we
analyzed the effects of migration strategy, network connectivity and habitat loss on the
spatial differences in AlV dynamics. At the local scale, we analysed the role of biodiversity
(species richness, phylogenetic diversity, and functional diversity) in facilitating H5N1 and
H5N8 AIV outbreaks, using data of AlIV outbreaks and waterfowl community composition
in Europe.
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