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Abstract
Agro-ecological conditions associated with the spread and persistence of highly pathogenic avian influenza (HPAI) are 
not well understood, but the trade of live poultry is suspected to be a major pathway.  Although market chains of live 
bird trade have been studied through indirect means including interviews and questionnaires, direct methods have not 
been used to identify movements of individual poultry.  To bridge the knowledge gap on quantitative movement and 
transportation of poultry, we introduced a novel approach for applying telemetry to document domestic duck movements 
from source farms at Poyang Lake, China.  We deployed recently developed transmitters that record Global Positioning 
System (GPS) locations and send them through the Groupe Spécial Mobile (GSM) cellular telephone system.  For the 
first time, we were able to track individually marked ducks from 3 to 396 km from their origin to other farms, distribution 
facilities, or live bird markets.  Our proof of concept test showed that the use of GPS-GSM transmitters may provide di-
rect, quantitative information to document the movement of poultry and reveal their market chains.  Our findings provide 
an initial indication of the complexity of source-market network connectivity and highlight the great potential for future 
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1. Introduction

Avian influenza (AI) is an infectious disease of poultry and 
wild birds caused by type A influenza viruses, and these 
viruses are classified as low pathogenic (LPAI) or highly 
pathogenic (HPAI) depending on their virulence in domestic 
chickens (FAO 2007).  Wild waterbirds may serve as natural 
hosts or reservoirs for LPAI viruses that do not commonly 
cause severe clinical symptoms (FAO 2007; Lebarbenchon 
et al. 2010).  In contrast, HPAI viruses of subtypes H5 and 
H7 may infect poultry and cause disease outbreaks and 
socio-economic impacts in communities with poultry farming 
(FAO 2007; Lebarbenchon et al. 2010).  HPAI viruses seem 
to arise in artificial ecosystems including poultry farms, 
free-ranging duck production areas, and live bird markets 
(LBMs) rather than in natural ecosystems (Lebarbenchon 
et al. 2010).  Migratory wild ducks may have potential to 
transmit the virus during migration by shedding viruses after 
survival from infection or while asymptomatic (Chen et al. 
2006; Gaidet et al. 2010; Cappelle et al. 2014), but HPAI 
is mainly referred as a disease of domestic poultry that 
spreads and persists within artificial systems (Gilbert et al. 
2007, 2008; Lebarbenchon et al. 2010).  

The Asia-Pacific region has been regarded as an epicen-
tre of new emerging infectious diseases because of the high 
human densities, intensive livestock production with limited 
biosecurity, and close association of livestock and human 
habitation (Shortridge and Stuart-Harris 1982; Jones et al. 
2008; WHO 2011).  Southern China has been suggested 
as a hotspot for novel AI emergence and pandemic risks 
(Webster et al. 2006; Jones et al. 2008; Fuller et al. 2013), 
and HPAI H5N1 emerged in southern China (Li et al. 2004; 
Chen et al. 2006; FAO 2007; WHO 2015) in an area where 
rice farming provides feeding habitat for both free-grazing 
domestic ducks as well as wild and migratory birds (Takeka-
wa et al. 2010).  Domestic ducks are believed to be the most 
important hosts that shed HPAI (Sturm-Ramirez et al. 2005; 
Gilbert et al. 2007, 2008), and high densities of free-grazing 
domestic ducks have been associated with HPAI H5N1 
persistence and transmission (Olsen et al. 2006; Gilbert 
et al. 2007, 2008; Xiao et al. 2007; Cappelle et al. 2014).

To better understand the transmission risks of HPAI, in-
formation is needed on spatial distribution and movements 
of three key components: wild birds, poultry, and humans.  
Poyang Lake, the largest freshwater lake in China, has all 

of the risk factors for transmission (Gilbert et al. 2007, 2008; 
Takekawa et al. 2010; Wang et al. 2013; Cappelle et al. 
2014), but detailed agro-ecological conditions associated 
with HPAI spread and persistence are still largely unknown 
(Gilbert et al. 2007).  While agricultural summaries and 
local statistics have been used to derive information on 
the distribution of poultry (Wang et al. 2013; Cappelle et al. 
2014), little information exists on the movements of poultry 
from farms in this region to the markets where they are sold 
(but see Martin et al. 2011b).

Most poultry are sold through LBMs in southern China, 
and concerns about LBMs in the epidemiology of HPAI have 
increased since the first report of human H5N1 infection 
in Hong Kong (Webby and Webster 2001).  In LBMs, live 
poultry from large catchment areas are intermixed, and the 
birds are traded to other markets that results in a network 
of trade connections (Gilbert et al. 2014).  These networks 
favor persistence of virulent strains with continuous circu-
lation of avian influenza viruses between connected farms 
or markets (Lebarbenchon et al. 2010; Fournié et al. 2013).  
Several studies have explored poultry movements through 
market chains in Cambodia (Van Kerkhove et al. 2009; 
Fournié et al. 2012), Vietnam (Soares Magalhães et al. 
2010; Fournié et al. 2012, 2013), and China (Martin et al. 
2011b) through use of indirect methods including interviews 
and questionnaires.  However, very little information has 
been available from direct documentation of poultry move-
ments from source producers through their market chains 
in this region.

In the past few decades, Global Position System (GPS) 
telemetry has been used as an effective tool for tracking 
detailed movements of wild animals in remote or inacces-
sible areas.  Satellite transmitters also have been used in 
studies of wild birds in AI studies (FAO 2007; Takekawa et al. 
2010; Cappelle et al. 2014), but only one previous study has 
applied transmitters on poultry (Prosser et al. 2015), and 
those were short-duration loggers (2–3 days) that required 
recapturing the birds on the farms where they were marked.  
In this study, we introduced a novel application to mark do-
mestic ducks with recently-developed transmitters that use 
the Global System for Mobile Communications or Groupe 
Spécial Mobile (GSM) to transmit GPS high-quality location 
data without requiring recovery of marked individuals.  We 
hypothesized that this new technology would allow us to 
track individual domestic ducks moving through a market 
chain system from source farms to distribution centers, 

telemetry studies in poultry network analyses.
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markets, and potentially end-users.  We proposed a field 
study as a proof of concept to document the movement of 
poultry and identify the market chains emerging from the 
Poyang Lake region.

2. Materials and methods

2.1. Study area

Poyang Lake is the largest freshwater lake in China with 
extensive wetland ecosystems reaching up to ca. 4 000 km2 
in the flooding season (Qian et al. 2011).  It is located at the 
middle reaches of the Yangtze River and is freely connected 
to the river in the north (Fig. 1).  As a southern terminus 
and major wintering grounds for wild waterfowl in the East 
Asian Flyway, about 425 000 waterbirds (ranging from  
298 000 to 726 000 in 2003–2008) comprised of ca. 60 spe-
cies annually visit Poyang Lake during the winter (Qian et al. 
2011).  The lake and its watershed also are well-recognized 
as a wetland of international importance for its conservation 
value in hosting internationally threatened wild migratory 
waterbirds (Qian et al. 2011).  At the same time, this area 
supports approximately 10 million people and more than 14 
million poultry raised by traditional husbandry and traded 
through LBMs (Takekawa et al. 2010; Wang et al. 2013; 
Cappelle et al. 2014).  These unique environments serve 
as a melting pot of humans, wild waterbirds, and domestic 
poultry, establishing Poyang Lake as a key area of concern 
for several strains of avian influenza transmission at the 
wild bird-poultry interface including: H5N1 in poultry and 
wild birds (Martin et al. 2011a; Prosser et al. 2013), H5N1 
and H3N2 in humans (Fuller et al. 2013), H7N9 in humans 
and poultry (Gilbert et al. 2014), and H10N8 in humans 
(García-Sastre and Schmolke 2014).  For this study, we 
worked with poultry farmers in the southern and southwest-
ern regions of Poyang Lake where poultry and wild birds 
are more abundant and may commonly interact.  We visited 
five counties and three cities around the lake; these were 
Nanchang, Jinxian, and Xinjian counties near Nanchang 
City, Yugan County near Shangrao City, and Yongxiu County 
near Jiujiang City (Fig. 1).  

2.2. Farm and duck selection

We visited duck farming areas in the five counties from 
8–18 January, 2015.  The criteria for selecting farms were: 
1) farms with owners that would cooperate with our study 
goals, and 2) farms that planned to sell their ducks before 
Lunar New Year.  Because layers go to markets largely 
based on timing of egg production and not for food for the 
Lunar New Year, our primary target species were domestic 
ducks (Anas platyrhynchos domesticus; including several 
local breeds) raised as broilers.  Broilers were selected be-

cause of their greater likelihood of entering the market chain 
within the lifespan of transmitters.  However, ongoing AI 
outbreaks in the study area and lower commercial profit for 
broilers during our study limited the number of cooperating 
farms with free-ranging broilers.  Thus, we also included 
layers, caged ducks, and other varieties such as muscovy 
ducks (Cairina moschata) and domesticated wild mallards 
(Anas platyrhynchos) (see Appendix).  We included several 
variables including coordinates and size of farms where 
transmitters were deployed, farming type, poultry species 
and numbers, expected date of sale, and body mass of 
marked ducks.

2.3. Transmitter deployment and analysis

Previous reports suggested that broiler production typically 
peaks during the month of January just prior to the Lunar 
New Year (Gilbert et al. 2007, 2008; Van Kerkhove et al. 
2009).  We conducted our field work from 8 January to 4 
February 2015, 2–6 weeks prior to the Lunar New Year (19 
February in 2015), because the transmitter battery was 
expected to last up to 2 months after deployment under an 
ideal condition.  One of our test transmitters lasted for 66 
days and produced 194 GPS fixes.  We estimated the daily 

Poyang Lake

Yangtze River

Nanchang City

Jiujiang
City

Shangrao
City

Jinxian

Xinjian

Nanchang

Yugan

Yongxiu

0 10 20 40 
km

P. R.
China

Fig. 1  Study area of domestic duck movements at Poyang 
Lake, Jiangxi Province, China.  Black dots indicate farms where 
transmitters were deployed.
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translocation probability as the proportion of the number of 
translocation events to the total number of telemetry-days 
(768 days total) and used a Poisson distributions to estimate 
its 95% confidence interval (CI; Dobson et al. 1991).

The GPS-GSM transmitter (Konstanz University, Kon-
stanz, Germany) developed for this study is box shaped 
(39 mm×25 mm×14 mm) with four harness mounts at the 
corners and a flexible 45 mm external antenna.  Its total 
mass of 17 g was approximately 0.9% of a ducks’ body mass 
(0.4–1.4%).  The GPS-receiver consists of a u-blox CAM-M8 
chip antenna module with a hot-start sensitivity of –156 dBm.  
The data link to the cellular phone networks is provided by 
a u-blox SARA-U2 UMTS/HSPA/GSM module.  We used 
data-transmission via Short Message Service (SMS), and 
each SMS had six complete GPS data points with date and 
timestamp, coordinates, height above sea-level, time to fix, 
satellites detected, battery-voltage, index of measurement, 
and speed.  For control, we use an ATMEL-ATXMEGA-A4U 
processor and a flash 8 Mbyte data-memory.  Coordinates 
and associated information were collected and stored in the 
transmitters and transmitted through GSM cellular phone 
networks to a central station in Germany and from there 
to Movebank (http://www.movebank.org).  We determined 
commercial trade and local movements of ducks based on 
transmitted data including sequential changes in spatial 
locations, required time for the first GPS fix, and voltage 
changes of batteries over time.  The duty cycle was set to 
take three GPS fixes (Coordinated Universal Time 00:00, 
12:00, and 13:00 h; local time 08:00, 20:00, 21:00 h) with 
one data transmission per day.  To power the tag, we used 
a 240 mAh rechargeable lithium-polymer cell balancing the 
trade-off between longer lifespan and better concealment.  
The cost per transmitter unit was about 80 USD.

For harnessing, we used Teflon ribbon (70–100 cm in 
length, 8.4 mm in width) with two loops for the breast and belly.   
Transmitters were hidden as much as possible under the 
dorsal body feathers to minimize chance of human detection.  

Some transmitters on smaller ducks were visible at a close 
range, but we expected that marked individuals would be 
difficult to identify within a large flock (Fig. 2).  Even though 
farmers agreed to participate in our study and transmitters 
were well concealed on selected ducks, transmitters could 
be detected and removed when ducks were captured and 
sold to a trader or customer.  To recover transmitters and 
collect end-user information, we placed a label on each 
transmitter with local contact information written in Chinese.

Outliers of GPS fixes were filtered out through visual 
review.  To estimate the home range of tracked ducks, we 
used ArcMet 10.2 in ArcGIS 10.2 (ESRI, Inc., Redlands, 
CA, USA) for calculating a MCP (minimum convex polygon) 
home range for each duck, and we excluded ducks that 
fewer than seven fixes within one week.  We used Oriana 
4 software (KCS 2011) for analysis of directional data.

2.4. Ethics and repository of tracking data

Procedures for this field research were approved by Insti-
tutional Animal Care and Use Committee of the University 
of Oklahoma (AUS R12-004).  Tracking data from this 
study are publicly accessible in the Movebank Data Re-
pository (www.datarepository.movebank.org under the doi. 
10.5441/001/1.38f467s7).

3. Results

3.1. Telemetry overview

We investigated 54 farms with 100-20 000 ducks in five 
counties of the Poyang Lake region, and we selected 28 
farms where owners were supportive of our work and most 
birds were expected to be sold before the Lunar New Year 
holiday.  The 28 farms selected for our study had similar 
numbers of poultry (mean±SD: 2 300±3 700, median: 1 500, 
n=28) that were not significantly different (Mann-Whitney 

Fig. 2  Global Positioning System-Groupe Spécial Mobile (GPS-GSM) transmitters deployed on upper back of small (left; #4117, 
1.8 kg) and large (right; #4156, 2.5 kg) domestic ducks.  The white case of the transmitter is not fully covered by contour feathers 
in the smaller mottled duck, while the transmitter is rarely visible under the feathers of the larger white Peking duck.
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U=742.0, P=0.90) from the average number found on farms 
surveyed in the region (mean±SD: 2 350±3 500 ducks, me-
dian: 1 600, n=54).  We deployed 40 GPS-GSM transmitters 
on 24 broilers and 16 layers from the 28 farms (Figs. 1–2, 
Appendix).  One duck was sampled from each of 20 farms, 
but in eight farms, two to five ducks were chosen to examine 
variation in movements of individuals from the same farm.  

A total of 1 376 GPS fixes from 659 messages were 
obtained during the period from 8 January to 18 February 
2015.  Transmitters provided 34.4±23.6 fixes (range: 2–99) 
and 16.5±7.5 transmissions (range: 1–34) over 19.2±8.5 
days (range: 1–35).  Voltage of transmitter batteries declined 
from 1.34 to 1.24 V through the study, and the time until 
the first GPS fix ranged between 30 and 400 s.  Ducks that 
were kept indoors or inside shelters required a longer time 
for the first GPS fix resulting in more rapid battery drainage 
(Fig. 3).  Although we placed labels including our contact 
information on transmitters, none of 40 deployed tags was 
returned for inspection.

3.2. Market chain

We were able to track the market chain of nine marked 
ducks transported to other farms, distribution facilities, 
or markets (Fig. 4, Table 1).  Although we expected an 
increased demand for broilers prior to the Lunar New Year, 
we found no difference in transportation probability for ducks 
by market type (6 of 24 or 25% of broilers and 3 of 16 or 
19% of layers; Fisher’s exact test, P=1.00).  Therefore, the 
daily translocation probability of each duck was estimated 
to be 1.2% (95% CI: 0.54–2.22).

Layer #4162 and broiler #4175 were transported to whole-
sale live bird markets in Nanchang and Jingdezhen, while 
broiler #4171 went to a traditional, local retail market.  Broiler 
#4175 went through a distribution center with 2-day layover 
(Fig. 4, Table 1).  After #4162 was sold to a LBM, the owner 
replenished his farm with another flock of layers including 
#4161 which had been raised at one of his other farms.

Three ducks were tracked until they reached distribution 
center buildings in Jingdezhen (broiler #4170) and Liushui, 
Zhejiang Province (layer #4188) or to a temporary distribu-
tion holding pond (broiler #4152; Fig. 4, Table 1).  Broiler 
#4170 was transported with #4175, but its signal was lost 
once it reached the distribution facility.  Transmission from 
layer #4188 was lost soon after its arrival to a distribution 
facility, but broiler #4152 transmitted for 30 days.

The fate and destination of the remaining two ducks was 
unclear, because the transmitters appeared to have been 
removed (Fig. 4, Table 1).  Broiler #4156 was located on 
a highway bridge in the northernmost boundary of Jiangxi 
Province.  Although we were unable to retrieve the transmit-
ter, it was abandoned on a typical route to northern provinces 

(such as Hubei and Anhui provinces), and there were no 
poultry farms, markets, or end-users nearby.  Broiler #4186 
was located in shrubs and croplands nearby a residential 
area where we suspected that it was sold to a family or local 
retail shop that was located 9 km away from its source farm.  

Transport distances ranged from 3 to 396 km (mean±SD: 
(90.2±125.9) km), and the overall heading for duck move-
ments was non-directional (mean direction: 111.5°, weighted 
mean direction: 82.9°; Rayleigh’s Z=0.374, P=0.70), al-
though eastward movements were more common (Fig. 5).  
Layer #4188 and broiler #4156 were documented crossing 
the provincial border, while the other ducks remained within 
Jiangxi Province.

3.3. Movements of domestic ducks

We also identified four general movement patterns in GPS-
tracked domestic ducks: caged ducks, free-ranging ducks 
returning most nights to a shelter, and area-restricted or 
unrestricted free-ranging ducks without a shelter (Fig. 6).  
The average minimum convex polygon (MCP) for the 
tracked ducks was (177 900±627 800) m2 (mean±SD; me-
dian: 6 500 m2, n=38) ranging from 270 to 3080 000 m2 (see 
Appendix).  Except for two unrestricted, free-ranging ducks 
owned by one farmer that had extensive home ranges of 
3 080 000 m2 (#4189) and 2 450 000 m2 (#4135), domestic 
ducks generally moved within restricted areas smaller than  
418 200 m2 (mean±SD: (34 100±83 100) m2, median: 5 600 
m2, n=36).  Free-ranging ducks (mean±SD: (291 400±792 
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Fig. 3  Example of changes in battery voltage and time taken 
by the transmitter to acquire the first GPS fix in field tests. This 
GPS transmitter on a broiler #4117 showed repeated peaks in 
the time to obtain first coordinates (first fix per set of readings), 
suggesting that the first or last daily fixes of the free-ranging 
duck were usually obtained inside its shelter before release in 
the morning or after it was placed in an enclosure in the evening. 
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900) m2; median: 19 300 m2, n=23) had much larger MCP 
areas than caged ducks (mean±SD: (3 850±5 050) m2; me-
dian: 2 250 m2, n=15) (Mann-Whitney U=44.000, P<0.001).  

4. Discussion

4.1. GPS-based telemetry for documenting market 
chains

GPS transmitters have been adopted to identify trade or 
network of livestock farming by tracking vehicles.  In the 
Republic of Korea, vehicles that regularly visit farms or carry 
domestic animals and their byproducts (food, waste, beds, 
and medicine) are required to be equipped and tracked by 
GPS units under the “Act on the Prevention of Contagious 
Animal Diseases” as amended on 13 Aug 2013 (Korea 
Animal Health Integrated System; http://www.kahis.go.kr) 
after HPAI and foot-and-mouth disease outbreaks.  GPS 

telemetry also has been used to document movement pat-
terns of large livestock to better understand wildlife-livestock 
interactions and disease transmission (i.e., cattle and wild 
boar; Barasona et al. 2014).  However, only recently has 
miniaturization of this technology enabled us to examine 
the movements of smaller animals.  To our knowledge, this 
study provides the first demonstration of the ability to obtain 
a detailed record of movements of marked individuals in a 
poultry market chain.

We were able to follow nine domestic ducks as they 
moved along the market chain from Poyang Lake, includ-
ing movements along a route via a distribution facility in a 
different city.  Our study was a successful proof of concept 
test, but if a larger sample could be deployed, more de-
tailed information could be obtained about market chain 
differences related to the type and breeds of ducks as well 
as to characteristics of source farms.  Larger farms holding 
more than 10 000 ducks were less likely to cooperate with 

Fig. 4  Movement of GPS-tracked domestic ducks carried from source farms where they were marked (indicated with an ×) to 
other farms, live bird markets, or distribution facilities (A, #4161; B, #4186; C, #4152; D, #4171; E, #4162; F, #4156; G, #4170; H, 
#4175; I, #4188).  One bird was transported to a live bird market via a distribution facility shown in the enlarged area of panel H.



1590 Chang-Yong Choi et al.  Journal of Integrative Agriculture  2016, 15(7): 1584–1594

our project; thus, our findings may be biased towards market chains linked with 
small-scale to medium-scale production systems.  Nevertheless, live-poultry mar-
ket networks for the small- to medium-scale systems are important in the spatial 
epidemiology of avian influenza in Asia (Gilbert et al. 2014), and we were able to 
show that quantitative data could be collected with GPS-GSM transmitters to better 
understand market chains and their role in HPAI spread.

Our test transmitters were intended to be concealed under the back feathers of 
domestic ducks, and battery lifespan was expected to last for about two months 
with three fixes and one transmission per day on the basis of ideal test conditions.  
Overall performance of the GPS transmitters in the field averaged 29% of the 
expected lifespan (19.2 of 66 days) and 18% of the expected number of locations 
(34.4 of 194 fixes).  The lifespan of the transmitters may have been affected by 
several environmental factors (e.g., enclosures, vegetation, temperature) under 
actual field and farm conditions, but it is likely that the most important cause of rapid 
battery drainage was increased time for GPS reception and GSM transmission in 
obstructed situations, since these are the greatest power-consuming processes.  

The backpack harness seemed to work well for attaching the transmitters to 
domestic ducks, as the transmitter seemed well-concealed on the backs of the 
larger ducks, although transmitters were sometimes visible on smaller individuals 
(<2 kg).  Use of smaller transmitters may improve concealment, but since there is 
a trade-off between capacity of the battery and miniaturization of the transmitters, 
adjusting duty cycles may be the easiest method to improve field performance.  As 
we suspected, none of the transmitters were returned to us despite having labels 
with detailed contact information in Chinese.  Thus, it confirmed our contention that 
GPS loggers that are useful for tracking ducks in rice fields but must be recovered to Ta
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Fig. 5  Rose graph for direction (°) and distance (km) of nine transported domestic ducks 
with transmitters marked at Poyang Lake, Jiangxi Province, China.  The bold line denoted 
the mean direction of movement and the 95% confidence interval, while the bold arrow 
indicated the distance-weighted direction.  Direction to major cities and capitals of the 
nearby provinces also were indicated.
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download their location data (see Prosser et al. 2015) are not 
effective for tracking individuals to document market chains.

4.2. Individual accounts of trade 

Our small sample size precluded examining use of this 
method to compare inter- and intra-farm differences in 
market chains and to identify the different trades by the 
different breeds, types, and size of the ducks.  However, 
the direction of movements and distance of duck transpor-
tation (3 to 396 km) suggested that domestic ducks raised 
at Poyang Lake were being widely distributed.  It also 
suggested that frequent HPAI outbreaks at Poyang Lake 
(Wang et al. 2013; Cappelle et al. 2014) may result in local 
and regional spread of infected birds through these market 
chains.  Transportation to eastern markets seemed to be 
most common, although our analysis was not statistically 
significant, because longer distance trends were obscured 
by the many non-directional, local movements.  The gen-
eral eastward direction of movement would correspond to 
areas that have had the highest LPAI (H7N9) infection risk 
(Gilbert et al. 2014).  Thus, directionality should be one of 
the metrics included in future applications of this technique.

Three layers were transported outside the farms to a live 
bird market, a distribution facility, and a nearby farm owned 
by same owner.  We tracked movements of #4161 from 
farm No. 21 to No. 19 for replenishment (Fig. 4-A) one day 
after the transport of layers from No. 19 (including #4162) 
to a LBM in Nanchang (Fig. 4-E).  Because farm No. 21 
was adjacent to muscovy farm No. 20 with broilers #4149 
and #4157 that shared the same pond, we determined that 
three different farms with two duck species were connected 
through one LBM in Nanchang City.  These movements 
showed two different types of network movements: those 
from the source farm to market and those between farms.  

Since farmers commonly buy layers and duck food from 
LMBs in this region (Wang et al. 2013), the production 
cycle of layers around Poyang Lake was closely linked to 
the LBM network.

Two free-ranging broilers from farm No. 7 were trans-
ported together to a distribution facility 134 km away, and 
broiler #4175 ended up in a LBM after a 2-day layover in 
the facility.  Broiler #4152 was held in a pond for 30 days, 
suggesting that not all broilers are slaughtered immediately.  
The duration of time that ducks remain in the market may 
influence the spread and persistence of AI viruses over time 
(Gilbert et al. 2014).  Distribution facilities may create similar 
transmission conditions to those of small to medium LBMs 
and could serve as additional hubs of AI virus exchange 
between poultry from different farms.  The method we tested 
here should provide critical field information for developing 
and testing more realistic models of AI transmission risks.  

Layer #4162 and broiler #4175 were transported to 
large LBMs, while broiler #4171 went to a local market.  
Unfortunately, we were unable to determine if any of our 
marked ducks reached end-users, and it was difficult to 
determine the specific fate of the ducks and transmitters 
in the markets.  Live markets seemed to be the final 
destination of tracked ducks when their transmitters were 
likely removed; thus, use of transmitters to examine market 
chains likely will be most useful for examining source-to-
market networks rather than to determine movements from 
markets to their end-users.

4.3. Type of commercial duck productions in Poyang 
Lake

Understanding poultry production dynamics is important 
for implementing preventive measures against zoonotic 
diseases, but the diversity of poultry-producing systems 

Fig. 6  Four types of local movements of GPS-tracked domestic ducks.  A, caged ducks (#4136 and #4155).  B, free-ranging ducks 
returning to a shelter daily (#4187).  C, restricted free-ranging ducks without a shelter (#4173).  D, unrestricted free-ranging ducks 
without a shelter (#4135 and #4189). 
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in China have not been fully examined (Wang et al. 2013).  
When we separate commercial production from backyard 
poultry approaches in China (Wang et al. 2013), the farms 
sampled in this study belong to the smaller-end commercial 
production system in terms of the farm inventory (100– 
20 000 ducks).  

Not surprisingly, the ducks we marked in cages had very 
limited movements (around 4 000 m2) that were restricted by 
the size of the fenced areas at the source farms.  This type 
of husbandry maintains high duck densities over extended 
periods with reduced likelihood for interaction of poultry with 
wild waterfowl compared with ducks in free-ranging farming 
systems.  Free-ranging ducks are released to the fields in 
the morning and herded back to shelters at dusk, resulting 
in repeated and regular daily duck movement patterns (see 
Prosser et al. 2015).  Free-ranging ducks were distributed in 
areas 75-times larger than those in fenced areas suggesting 
higher chances for contact with wild waterfowl.  

We recognized that some free-ranging flocks did not 
return to a specific shelter.  These domestic ducks may 
move freely with minimal human management, overnight 
in rice paddies or wetlands, and interact with wild waterfowl 
that are often active at night.  Although temporal overlap 
between wild birds and poultry may not be necessary for 
AI virus transmission due to virus persistence in natural 
environments (Domanska-Blicharz et al. 2010), temporal 
as well as spatial overlap of habitat use may result in much 
higher chances of the introduction of LPAI to poultry and 
re-introduction of HPAI into wild populations by increasing 
contact risk between the two groups.  

The farming and husbandry types described above may 
not be always separable due to the diversity of farming 
practices, variable local landscape features, as well as the 
large time interval between GPS fixes.  However, marking 
ducks from different farming types may contribute to better 
understanding of their movements and subsequent roles of 
each farming type in AI virus reassortment and transmission.

Despite our initial assumption of increased demands for 
broilers before the Lunar New Year (Gilbert et al. 2007, 2008; 
Van Kerkhove et al. 2009), we did not document increasing 
demand and distance transported over time.  The low num-
ber of broilers may have been related to decreased profit 
for broilers at Poyang Lake in recent years and mismatch 
with the production cycle.  Farmers suggested that timing 
of free-ranging duck production followed the harvest of the 
rice paddies in October (see Cappelle et al. 2014), and 
ducks arrived in markets before December.  That market 
cycle was earlier than that described in previous work that 
estimated peak distribution was between January and Feb-
ruary (Gilbert et al. 2007, 2008).  Duck farming cycles may 
vary depending on production of layers or broilers, among 
breeds such as mallards and other domestic ducks, and with 

differences in regional rice cropping cycles.  For example, 
broilers at Poyang Lake are commonly smaller in body size 
and used for soup in southern China where demand is less 
related to Lunar New Year than for larger breeds transported 
to northeast China.  Among the 26 domestic duck breeds 
in China with different sizes and shapes and a wide range 
of economic and medical usage (Li et al. 2010), the pattern 
of production cycles and distribution may vary widely and 
greatly affect the complexity of their market chains.

4.4. Cost and benefit of telemetry

In our proof of concept study, we estimated that total te-
lemetry costs were about 4 000 USD including 3 200 USD 
for 40 transmitters (80 USD per transmitter) and 500 USD 
for GSM charges (<1 month of data).  The success of this 
type of study is highly dependent on selection of ducks 
that move immediately into the market chain within a few 
days of marking, as the cost per successful duck would be 
greatly reduced if more than 22.5% of the marked individuals 
provided locations in the market chain.

While data obtained through interviews and questionnaire 
surveys may provide valuable information about market 
chains (i.e., Van Kerkhove et al. 2009; Soares Magalhães 
et al. 2010; Martin et al. 2011b; Fournié et al. 2012, 2013), 
these methods are limited to knowledge of market move-
ments perceived by poultry traders and market authorities.  
Respondent surveys do not describe how and when in-
dividual ducks move from producers to LBMs or to other 
destinations, while telemetry provides detailed time-specific 
high-resolution location data including source to market or 
among network components.  Information collected from 
telemetry will improve development of more realistic HPAI 
risk models including improved information for social net-
work analysis (Martin et al. 2011b) or agent-based models 
(Kim et al. 2010).

5. Conclusion

Developing an approach to examining market chains with 
telemetry may improve our knowledge of poultry market 
chains associated with HPAI spread and persistence.  Still, 
there are many issues that need to be considered for suc-
cessful use of telemetry in market chain studies.  Although 
transmitter deployment may be allowed by farmers at source 
farms, the live poultry traders, local farmers, and vendors 
encountering the marked animals in the market chain may 
remove the transmitters from the ducks at any time during 
the process.  Smaller transmitters may result in better con-
cealment on the marked individuals to minimize detection 
and removal.  Transmitters used in our study lasted 19 days 
on average, but we predicted a lifespan of up to 2 months.  
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GPS fixes during transportation were sporadic, probably 
related to ducks being transported and stored in areas or 
cages that did not allow for clear transmission of signals.  

Thus, balancing increased signal strength with greater 
capacity batteries while maintaining a transmitter size that 
is not readily detected is a challenge for future market 
chain studies that apply this methodology.  Programming 
transmitters to collect coordinates in the early morning and 
late evening provide locations for ducks in shelters but may 
increase the time for the first fixes, draining batteries more 
rapidly as the transmitters search for satellite signals.  It may 
be more efficient to set the duty cycle to collect GPS fixes 
and transmit to communication towers during mid-day when 
domestic ducks are commonly outdoors.  Other bio-logging 
sensors such as activity, mortality, or body temperature 
sensors incorporated in the transmitters could increase 
our understanding about the fate of the marked ducks 
and also may indicate their infection status (M. Wikelski, 
unpublished data).  

Our findings provide the first direct information on poultry 
market network connectivity, albeit for simple and partial 
market chains.  Information and lessons learned from this 
study demonstrate great potential for future telemetry stud-
ies in poultry network analysis by tracing individual hosts 
with GPS-GSM transmitters.  Detailed data from future 
telemetry studies that apply the techniques tested here 
will contribute to improvement of HPAI risk assessment 
models and scenarios with detailed information on poultry 
market-chain movements.

Acknowledgements

We thank Mr. Bernd Vorneweg in the Max Planck Institute 
for Ornithology and Mr. Harald Kautz and Mr. Bruno Erne 
in the University of Konstanz for their engineering help 
in transmitter development and maintenance.  We also 
thank three anonymous reviewers for strengthening earlier 
versions of this manuscript.  This work was led by the U.S. 
Geological Survey, University of Oklahoma, and FAO.  
Research was supported by the grants from the National 
Institutes of Health (1R01AI101028-01A1) and the Office of 
Health, Infectious Diseases and Nutrition in the Bureau for 
Global Health, U.S. Agency for International Development 
(GHA-G-00-06-00001).  Max Planck Institute for Ornithology,  
University of Konstanz, and Jiangxi Normal University, 
China supported arrangements, logistics, and supplies for 
field work.  The use of trade, product, or firm names in this 
publication is for descriptive purposes only and does not 
imply endorsement by the U.S. Government or FAO. The 
views expressed in this information product are those of the 
author(s) and do not necessarily reflect the views or policies 
of FAO and USAID.

Appendix associated with this paper can be available on 
http://www.ChinaAgriSci.com/V2/En/appendix.htm

References

Barasona J A, Latham M C, Acevedo P, Armenteros J A, 
Latham A D, Gortazar C, Carro F, Soriguer R C, Vicente J. 
2014. Spatiotemporal interactions between wild boar and 
cattle: Implications for cross-species disease transmission. 
Veterinary Research, 45, 122.

Cappelle J, Zhao D, Gilbert M, Nelson M I, Newman S H, 
Takekawa J Y, Gaidet N, Prosser D J, Liu Y, Li P, Shu 
Y, Xiao X. 2014. Risks of avian influenza transmission in 
areas of intensive free-ranging duck production with wild 
waterfowl. EcoHealth, 11, 109–119.

Chen H, Smith G J, Li K S, Wang J, Fan X H, Rayner J M, 
Vijaykrishna D, Zhang J X, Zhang L J, Guo C T, Cheung C 
L, Xu K M, Duan L, Huang K, Qin K, Leung Y H, Wu W L, Lu 
H R, Chen Y, Xia N S, et al. 2006. Establishment of multiple 
sublineages of H5N1 influenza virus in Asia: implications for 
pandemic control. Proceedings of the National Academy of 
Sciences of the United States of America, 103, 2845–2850.

Dobson A J, Kuulasmaa K, Eberle E, Scherer J. 1991. 
Confidence intervals for weighted sums of Poisson 
parameters. Statistics in Medicine, 10, 457–462.

Domanska-Blicharz K, Minta Z, Smietanka K, Marche S, van 
den Berg T. 2010. H5N1 high pathogenicity avian influenza 
virus survival in different types of water. Avian Diseases, 
54, 734–737.

FAO (Food and Agriculture Organization of the United Nations). 
2007. Wild Birds and Avian Influenza: An Introduction to 
Applied Field Research and Disease Sampling Techniques. 
FAO Animal Production and Health Manual No. 5. FAO, 
Rome.

Fournié G, Guitian J, Desvaux S, Cuong V C, Dung D H, 
Pfeiffer D U, Mangtani P, Ghani A C. 2013. Interventions 
for avian influenza A (H5N1) risk management in live bird 
market networks. Proceedings of the National Academy of 
Sciences of the United States of America, 110, 9177–9182.

Fournié G, Guitian J, Desvaux S, Mangtani P, Ly S, Cong V C, 
San S, Dung D H, Holl D, Pfeiffer D U, Vong S, Ghani A C. 
2012. Identifying live bird markets with the potential to act 
as reservoirs of avian influenza A (H5N1) virus: a survey in 
northern Viet Nam and Cambodia. PLOS ONE, 7, e37986. 

Fuller T L, Gilbert M, Martin V, Cappelle J, Hosseini P, Njabo K 
Y, Aziz S A, Xiao X, Daszak P, Smith T B. 2013. Predicting 
hotspots for influenza virus reassortment. Emerging 
Infectious Disease, 19, 581–588.

Gaidet N, Cappelle J, Takekawa J Y, Prosser D J, Iverson S A, 
Douglas D C, Perry W M, Mundkur T, Newman S H. 2010. 
Potential spread of highly pathogenic avian influenza H5N1 
by wildfowl: Dispersal ranges and rates determined from 
large-scale satellite telemetry. Journal of Applied Ecology, 
47, 1147–1157.

García-Sastre A, Schmolke M. 2014. Avian influenza A H10N8 
- A virus on the verge? Lancet, 383, 676–677.



1594 Chang-Yong Choi et al.  Journal of Integrative Agriculture  2016, 15(7): 1584–1594

Gilbert M, Golding N, Zhou H, Wint G R W, Robinson T P, Tatem 
A J, Lai S, Zhou S, Jiang H, Guo D, Huang Z, Messina J 
P, Xiao X, Linard C, Van Boeckel T P, Martin V, Bhatt S, 
Gething P W, Farrar J J, Hay S I, et al. 2014. Predicting 
the risk of avian influenza A H7N9 infection in live-poultry 
markets across Asia. Nature Communications, 5, 4116.

Gilbert M, Slingenbergh J, Xiao X. 2008. Climate change 
and avian influenza. Revue Scientifique et Technique 
(International Office of Epizootics), 27, 459–466.

Gilbert M, Xiao X, Chaitaweesub P, Kalpravidh W, Premashthira 
S, Boles S, Slingenbergh J. 2007. Avian influenza, 
domestic ducks and rice agriculture in Thailand. Agriculture, 
Ecosystems and Environment, 119, 409–415.

Jones K E, Patel N G, Levy M A, Storeygard A, Balk D, Gittleman 
J L, Daszak P. 2008. Global trends in emerging infectious 
diseases. Nature, 451, 990–993.

KCS (Kovach Computing Services). 2011. Oriana Version 4: 
Users’ Manual. Kovach Computing Services, Wales, UK.

Kim T, Hwang W, Zhang A, Sen S, Ramanathan M. 2010. 
Multi-agent modeling of the South Korean avian influenza 
epidemic. BMC Infectious Diseases, 10, 236.

Lebarbenchon C, Feare C J, Renaud F, Thomas F, Gauthier-
Clerc M. 2010. Persistence of highly pathogenic avian 
influenza viruses in natural ecosystems. Emerging 
Infectious Diseases, 16, 1057–1062.

Li H F, Zhu W Q, Song W T, Shu J T, Han W, Chen K W. 2010. 
Origin and genetic diversity of Chinese domestic ducks. 
Molecular Phylogenetics and Evolution, 57, 634–640.

Li K S, Guan Y, Wang J, Smith G J, Xu K M, Duan L, Rahardjo 
A P, Puthavathana P, Buranathai C, Nguyen T D, 
Estoepangestie A T, Chaisingh A, Auewarakul P, Long H 
T, Hanh N T, Webby R J, Poon L L, Chen H, Shortridge K 
F, Yuen K Y, et al. 2004. Genesis of a highly pathogenic 
and potentially pandemic H5N1 influenza virus in eastern 
Asia. Nature, 430, 209–213.

Martin V, Pfeiffer D U, Zhou X, Xiao X, Prosser D J, Guo F, 
Gilbert M. 2011a. Spatial distribution and risk factors of 
highly pathogenic avian influenza (HPAI) H5N1 in China. 
PLoS Pathogens, 7, e1001308.

Martin V, Zhou X, Marshall E, Jia B, Guo F, Franco Dixon M A, 
DeHaan N, Pfeiffer D U, Soares Magalhaes R J, Gilbert M. 
2011b. Risk-based surveillance for avian influenza control 
along poultry market chains in South China: the value of 
social network analysis. Preventive Veterinary Medicine, 
102, 196–205.

Olsen B, Munster V J, Wallensten A, Waldenström J, Osterhaus 
A D M E, Fouchier R A M. 2006. Global patterns of influenza 
A virus in wildbirds. Science, 312, 384–388.

Prosser D J, Hungerford L L, Erwin R M, Ottinger M A, 
Takekawa J Y, Ellis E C. 2013. Mapping avian influenza 
transmission risk at the interface of domestic poultry and 
wild birds. Frontiers in Public Health, 1, 28.

Prosser D J, Palm E C, Takekawa J Y, Zhao D, Xiao X, Li 
P, Liu Y, Newman S H. 2015. Movement analysis of 

free-grazing domestic ducks in Poyang Lake, China: A 
disease connection. International Journal of Geographical 
Information Science, 30, 869–880.

Qian F, Yu C, Jiang H. 2011. Ground and aerial surveys of 
wintering waterbirds in Poyang Lake Basin. In: Prentice 
C, ed., Conservation of Flyway Wetlands in East and 
West/Central Asia: Proceedings of the Project Completion 
Workshop of the UNEP/GEF Siberian Crane Wetland 
Project, 14–15 October 2009, Harbin, China. International 
Crane Foundation, Baraboo. pp. 1–13.

Shortridge K F, Stuart-Harris C H. 1982. An influenza epicentre? 
Lancet, 2, 812–813.

Soares Magalhães R J, Ortiz-Pelaez A, Thi K L L, Dinh Q H, 
Otte J, Pfeiffer D U. 2010. Associations between attributes 
of live poultry trade and HPAI H5N1 outbreaks: A descriptive 
and network analysis study in northern Vietnam. BMC 
Veterinary Research, 6, 10. 

Sturm-Ramirez K M, Hulse-Post D J, Govorkova E A, Humberd 
J, Seiler P, Puthavathana P, Buranathai C, Nguyen T D, 
Chaisingh A, Long H T, Naipospos T S, Chen H, Ellis T 
M, Guan Y, Peiris J S, Webster R G. 2005. Are ducks 
contributing to the endemicity of highly pathogenic H5N1 
influenza virus in Asia? Journal of Virology, 79, 11269–
11279.

Takekawa J Y, Prosser D J, Newman S H, Muzaffar S B, Hill 
N J, Yan B, Xiao X, Lei F, Li T, Schwarzbach S E, Howell J 
A. 2010. Victims and vectors: Highly pathogenic H5N1 and 
the ecology of wild birds. Avian Biology Research, 3, 1–23.

Van Kerkhove M D, Vong S, Guitian J, Holl D, Mangtani P, 
San S, Ghani A C. 2009. Poultry movement networks in 
Cambodia: Implications for surveillance and control of 
highly pathogenic avian influenza (HPAI/H5N1). Vaccine, 
27, 6345–6352.

Wang Y, Jiang Z, Jin Z, Tan H, Xu B. 2013. Risk factors for 
infectious diseases in backyard poultry farms in the Poyang 
Lake area, China. PLOS ONE, 8, e67366.

Webby R J, Webster R G. 2001. Emergence of influenza A 
viruses. Philosophical Transactions of the Royal Society of 
London (Series B: Biological Sciences), 356, 1817–1828.

Webster R G, Peiris M, Chen H L, Guan Y. 2006. H5N1 
outbreaks and enzootic influenza. Emerging Infectious 
Diseases, 12, 3–8.

WHO (World Health Organization). 2011. Asia Pacific Strategy 
for Emerging Diseases: 2010. World Health Organization 
Press, Geneva, Switzerland.

WHO (World Health Organization). 2015. WHO epidemic 
and pandemic alert and response: Cumulative number 
of confirmed human cases for avian influenza A (H5N1) 
reported to WHO, 2003–2015. [2015-03-11]. http://www.
who.int/influenza/human_animal_interface/en/ 

Xiao X, Gilbert M, Slingenbergh J, Lei F, Boles S. 2007. Remote 
sensing, ecological variables, and wild bird migration related 
outbreaks of highly pathogenic H5N1 avian influenza. 
Journal of Wildlife Diseases, 43, S40–S46.

(Managing editor  ZHANG Juan)



Crop Genetics • Breeding • Germplasm Resources

Analysis of the diversity and function of the alleles of the rice blast 
resistance genes Piz-t, Pita and Pik in 24 rice cultivars 
WANG Yan, ZHAO Jia-ming, ZHANG Li-xia, WANG Ping, WANG Shi-wei, WANG Hui, WANG Xiao-xi, LIU 
Zhi-heng, ZHENG Wen-jing  

 
Pyramiding blast, bacterial blight and brown planthopper resistance 
genes in rice restorer lines
JI Zhi-juan, Yang Shu-dong, ZENG Yu-xiang, LIANG Yan, YANG Chang-deng, QIAN Qian 

Identification of a novel gain-of-function mutant allele, slr1-d5, of rice 
DELLA protein
ZHANG Yun-hui, BIAN Xiao-feng, ZHANG Suo-bing, LING Jing, WANG Ying-jie, WEI Xiao-ying, 
FANG Xian-wen

Evaluation of selenium and carotenoid concentrations of 200 foxtail 
millet accessions from China and their correlations with agronomic 
performance
LIU Min-xuan, ZHANG Zong-wen, REN Gui-xing, ZHANG Qi, WANG Yin-yue, LU Ping 

Physiological and molecular characteristics of two ploidy mutants in 
Myrica rubra cv. Dongkui
CHEN Fang-yong, NI Hai-zhi, WANG Yin, YAN Bang-guo 

Physiology • Biochemistry • Cultivation • Tillage

Effects of plant density on cotton yield components and quality
ZHI Xiao-yu, HAN Ying-chun, LI Ya-bing, WANG Guo-ping, DU Wen-li, LI Xiao-xin, MAO Shu-chun, 
FENG Lu 

Stand establishment, root development and yield of winter wheat as 
affected by tillage and straw mulch in the water deficit hilly region of 
southwestern China
LI Chao-su, LI Jin-gang, TANG Yong-lu, WU Xiao-li, WU Chun, HUANG Gang, ZENG Hui 

Cytochemical localization of H2O2 in pigment glands of cotton 
(Gossypium hirsutum L.) 
WANG Ling-li, ZHENG Shuang-shuang, TONG Pan-pan, CHEN Yan, LIU Wen-zhe 

Comprehensive evaluation of tolerance to alkali stress by 17 
genotypes of apple rootstocks
ZHANG Kun-xi, WEN Tian, DONG Jun, MA Feng-wang, BAI Tuan-hui, WANG Kun, LI Cui-ying

1423 

 

1432 

1441 

 

1449 
 

1458 

1469
 

1480 
 

1490 

1499 

 Indexed in SCI

Supported by NSFC

JIA Journal of
Integrative Agriculture

Full texts are available on ScienceDirect: http://www.sciencedirect.com/science/journal/20953119                         
For more information visit the website: http://www.ChinaAgriSci.com

2016    Vol. 15    No. 7



Sponsored by CAAS

© 2016, Chinese Academy of Agricultural 
Sciences (CAAS). All r ights reserved. 
Submission of a manuscript implies that 
the submitted work has not been published 
before (except as part of a thesis or lecture 
note or report, or in the form of an abstract); 
that it is not under consideration for publica-
tion elsewhere; that its publication has been 
approved by all co-authors as well as by the 
authorities at the institute where the work 
has been carried out; that, if and when the 
manuscript is accepted for publication, the 
authors hand over the transferable copy-
rights of the accepted manuscript to CAAS, 
and that the manuscript or parts thereof will 
thus not be published elsewhere in any lan-
guage without the consent of the copyright 
holder. Copyrights include, without spatial 
or timely limitation, the mechanical, elec-
tronic and visual reproduction and distribu-
tion; electronic storage and retrieval; and 
all other forms of electronic publication or 
any other types of publication including all 
subsidiary rights.

Co-sponsored by CAASS

Plant Protection

Pathogenicity of Klebsiella pneumonia (KpC4) infecting maize and 
mice
HUANG Min, LIN Li, WU Yi-xin, Honhing Ho, HE Peng-fei, LI Guo-zhi, HE Peng-bo, XIONG Guo-ru, 
YUAN Yuan, HE Yue-qiu 

Effects of Tinospora tuberculata leaf methanol extract on seedling 
growth of rice and associated weed species in hydroponic culture
Farzad Aslani, Abdul Shukor Juraimi, Muhammad Saiful Ahmad-Hamdani, Farahnaz Sadat Golestan 
Hashemi, Md Amirul Alam, Md Abdul Hakim, Md Kamal Uddin 

Development of synthetic volatile attractant for male Ectropis obliqua 
moths 
SUN Xiao-ling, LI Xi-wang, XIN Zhao-jun, HAN Juan-juan, RAN Wei, LEI Shu

Animal Science • Veterinary Science

Highly efficient generation of GGTA1 knockout pigs using a 
combination of TALEN mRNA and magnetic beads with somatic cell 
nuclear transfer 
FENG Chong, LI Xi-rui, CUI Hui-ting, LONG Chuan, LIU Xia, TIAN Xing-hua, PAN Deng-ke, LUO Yu-
zhu 

Sensory quality of meat from eight different types of cattle in relation 
with their biochemical characteristics
M Gagaoua, E M C Terlouw, D Micol, J-F Hocquette, A P Moloney, K Nuernberg, D Bauchart, A 
Boudjellal, N D Scollan, R I Richardson, B Picard 

Rumen fermentation and bacterial communities in weaned Chahaer 
lambs on diets with different protein levels
YANG Chun-tao, SI Bing-wen, DIAO Qi-yu, JIN Hai, ZENG Shu-qin, TU Yan

Fermentation characteristics of Megasphaera elsdenii J6 derived 
from pig feces on different lactate isomers
JIANG Xiao-lin, SU Yong, ZHU Wei-yun

Tracking domestic ducks: A novel approach for documenting poultry 
market chains in the context of avian influenza transmission
Chang-Yong Choi, John Y Takekawa, XIONG Yue, LIU Ying, Martin Wikelski, George Heine, Diann J 
Prosser, Scott H Newman, John Edwards, Fusheng Guo, Xiangming Xiao

Soil & Fertilization • Irrigation • Plant Nutrition •   
Agro-Ecology & Environment

Root carbon consumption and grain yield of spring wheat in response 
to phosphorus supply under two water regimes
GUAN Yu, QIAO Zhen, DU Jiu-yuan, DU Yan-lei 

Buried straw layer and plastic mulching increase microflora diversity in 

1510 

 

1521 

 

1532 

1540 
 

 

1550 

 

1564 

1575 

1584 

 

 

1595 

1602 

The electronic full texts are available on  
ScienceDirect: http://www.sciencedirect.
com/science/journal/20953119 

Full texts are available on ScienceDirect: http://www.sciencedirect.com/science/journal/20953119                         



COVER

The trade of live poultry is suspected to be a major pathway of the spread of highly pathogenic avian 
influenza, but market chains of poultry trade have been studied through indirect means.  Forty live 
domestic ducks were deployed with miniaturized GPS-GSM transmitters hidden under back feathers, 
and this experimental field telemetry documented movements of live ducks and provided a clue 
of market chains from source farms to live bird markets. See pages 1584–1594 by Choi et al. in details.

salinized soil 
LI Yu-yi, PANG Huan-cheng, HAN Xiu-fang, YAN Shou-wei, ZHAO Yong-gan, WANG Jing, ZHAI Zhen, 
ZHANG Jian-li 

Soil nutrient loss due to tuber crop harvesting and its environmental 
impact in the North China Plain 
YU Han-qing, LI Yong, ZHOU Na, Adrian Chappell, LI Xiao-yu, Jean Poesen 

Wetting patterns and bacterial distributions in different soils from a 
surface point source applying effluents with varying Escherichia coli 
concentrations
WEN Jie, LI Jiu-sheng, LI Yan-feng

Evaluating the grassland net primary productivity of southern China 
from 2000 to 2011 using a new climate productivity model
SUN Cheng-ming, ZHONG Xiao-chun, CHEN Chen, GU Ting, CHEN Wen  

Food Science

Assessing the concentration and potential health risk of heavy metals 
in China’s main deciduous fruits
NIE Ji-yun, KUANG Li-xue, LI Zhi-xia, XU Wei-hua, WANG Cheng, CHEN Qiu-sheng, LI An, ZHAO 
Xu-bo, XIE Han-zhong, ZHAO Duo-yong, WU Yong-long, CHENG Yang 

Fast determination of multi-mycotoxins in corn by dispersive 
solid-phase extraction coupled with ultra-performance liquid 
chromatography with tandem quadrupole time-of-flight mass 
spectrometry
WANG Yan, DONG Yan-jie, LI Zeng-mei, DENG Li-gang, GUO Chang-ying, ZHANG Shu-qiu, LI Da-
peng, ZHAO Shan-cang

Short Communication

Complete nucleotide sequences of two isolates of Cherry virus A 
from sweet cherry in China
GAO Rui, LI Shi-fang, LU Mei-guang

 

1612 

1625 
 

1638 

1645 

 

1656 
 
 

 

1667

http://www.ChinaAgriSci.com
Submit online via ScholarOne
Advance online publications are accessible 


	Cover(2016-07)
	Choi et al_017
	Contents(2016-07)



